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Fig. 3 
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Fig. 4 
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Fig. 5 
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Fig. 7 
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Fig. 8 
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Fig. 9a 
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Fig. 11a 
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Fig. 12 
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Fig. 13a 
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Fig. 13b 
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Fig. 14a 
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Fig. 14b 
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Fig. 15 



/ Equilibration 
37.5 mM Sodium Phosphate pH 7.0 



Sartobind Q 



o 
m 
m 
m 
m 
m 

m 

it 

o 

H 
O 

m 
o 



Chelating Sepharose Fast Flow 
Passthrough diluted 1:1 with WFI 



Pass through the 
Sartobind Q 



Equilibration 
37.5 mM Sodium Phosphate pH 7.0 



Rinse the 
Sartobind Q 



Passthrough from Sartobind Q 



KL3 2111283 1 



19/35 



Fig. 16 
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Fig. 17 
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Fig. 18 
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Fig. 19 
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Fig. 20a 
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Fig. 20b 
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Fig. 24 
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Fig. 25 
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Fig. 26 
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Fig. 27 
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Fig. 28 
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Fig. 29 
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Fig. 30 

TATGCGGTGTGAAATACCGCACAGATGCGTAAGGAGAAAATACCGCATCAGGCGCTCTTCCGCTTCCTCGCTCACTGACTCGCTGCGCTCGGTCGTTC 

GGCTGCGGCGAGCGGTATCAGCTCACTCAAAGGCGGTAATACGGTTATCCACAGAATCAGGGGATAACGCAGGAAAGAACATGTGAGCAAAAGGCC 

AGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCA 

GAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGAT 

ACCTGTC CG CCTTTCTCCCTTCG G G AAGCGTG G CGCTTTC TC AT AGCTC ACGCTG T AG G T ATCTC AG TTCGGTGT AGGTCG TTCG CTCC A AGCTGGG CT 

GTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCA 

GC AGCC ACTG G T A AC AG G ATT AG C AG AG CG AG GT ATGT AGGCG G TG CT AC AG AGTTCTTG A AGTGGTGG CCT AACTACGGCTAC ACT AG A AGG ACA 

GTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTT 

TTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACT 

CACGTTAAGGGATTTTGGTCATGAGATTATCAAAAAGGATCTTCACCTAGATCCTTTTAAATTAAAAATGAAGTTTTAAATCAATCTAAAGTATATAT 

GAGTAAACTTGGTCTGACAGTTACCAATGCTTAATCAGTGAGGCACCTATCTCAGCGATCTGTCTATTTCGTTCATCCATAGTTGCCTGACTCCCCGTC 

GTGTAGATAACTACGATACGGGAGGGCTTACCATCTGGCCCCAGTGCTGCAATGATACCGCGAGACCCACGCTCACCGGCTCCAGATTTATCAGCAA 

TAAACCAGCCAGCCGGAAGGGCCGAGCGCAGAAGTGGTCCTGCAACTTTATCCGCCTCCATCCAGTCTATTAATTGTTGCCGGGAAGCTAGAGTAAG 

TAGTTCGCCAGTTAATAGTTTGCGCAACGTTGTTGCCATTGCTACAGGCATCGTGGTGTCACGCTCGTCGTTTGGTATGGCTTCATTCAGCTCCGGTTC 

CCAACGATCAAGGCGAGTTACATGATCCCCCATGTTGTGCAAAAAAGCGGTTAGCTCCTTCGGTCCTCCGATCGTTGTCAGAAGTAAGTTGGCCGCAG 

TGTTATCACTCATGGTTATGGCAGCACTGCATAATTCTCTTACTGTCATGCCATCCGTAAGATGCTTTTCTGTGACTGGTGAGTACTCAACCAAGTCAT 

TCTGAGAATAGTGTATGCGGCGACCGAGTTGCTCTTGCCCGGCGTCAACACGGGATAATACCGCGCCACATAGCAGAACTTTAAAAGTGCTCATCATT 

GG A A A AC GTTCTTCG G G GCG A A A ACTCTC AAGG ATCTTACCGCTG TTG AG ATCC AGTTCG ATGT A ACCC ACTCGTGCACCC A AC TG ATCTTC AG C ATC 

TTTTACTTTCACCAGCGTTTCTGGGTGAGCAAAAACAGGAAGGCAAAATGCCGCAAAAAAGGGAATAAGGGCGACACGGAAATGTTGAATACTCAT 

ACTCTTCCTTTTTCAATATTATTGAAGCATTTATCAGGGTTATTGTCTCATGAGCGGATACATATTTGAATGTATTTAGAAAAATAAACAAAAGAGTTT 

GTAGAAACGCAAAAAGGCCATCCGTCAGGATGGCCTTCTGCTTAATTTGATGCCTGGCAGTTTATGGCGGGCGTCCTGCCCGCCACCCTCCGGGCCGT 

TGCTTCGCAACGTTCAAATCCGCTCCCGGCGGATTTGTCCTACTCAGGAGAGCGTTCACCGACAAACAACAGATAAAACGAAAGGCCCAGTCTTTCG 

ACTGAGCCTTTCGTTTTATTTGATGCCTGGCAGTTCCCTACTCTCGCATGGGGAGACCCCACACTACCATCGGCGCTACGGCGTTTCACTTCTGAGTTC 

GGCATGGGGTCAGGTGGGACCACCGCGCTACTGCCGCCAGGCAAATTCTGTTTTATCAGACCGCTTCTGCGTTCTGATTTAATCTGTATCAGGCTGAA 

AATCTTCTCTCATCCGCCAAAACAGCCAAGCTTCACCTGCAGACAGAATTCTGTCTGCAGGTGAAGCTTCACCTGCAGACAGAATTCCGGAAGAGAG 

CAAGGCTGGTGGGCGTGGACTCAAAGCATGGCAGCGGCAGAGGCTGGAGCAGTTGGGGATCTTCAGCTTCTAAATGCTAATTACACAGTGAGCTTTG 

GGCTATTTTTTCCATGAGCTTAATGATGCTTTCTCTGGGCTTTTGGGGGAGGGTGTCCACCAGCTTCTTCAGCTGAGCCCCTGCCTCCCTCATGTCTTGA 

TCAGGGCTGAAAAGTTCCATGGCAGCCTCATAACTGGAGGGTGTGTCCATGAGGAGGGTTTCGATGACACGCTGAAAGCTCGGGCAGATCTCTGCAG 

CCATGGTGTATATCTCCTTCTTAAAGTTAACAAAATTATTTCTAGAGGGAAACCGTTGTGGTCTCCCTATAGTGAGTCGTATTAATTTGGATCCTCTAG 

AGTCGACCTGCAGGCATGCCAGCTTCTGGTTCGTCGGCTGGGTGATGGCGTCGGTTTTGGCCGGCGGCGTCGGCGCGATCGCCAGCGCGAAGCAACT 

GGCGTTCCTCGGCGAACATAGCGGCATGGTGGCCTTCGGCTTCTTCCGCGACCAGGTGAAGGACATGCACTGCGATGCGGACGTGATCCTGGCCCGG 

TGGGATGAAAAGGCGAACTCGCCGGTGGTCTACCGCTGCCCGAAGGCGTACCTGCTCAACAGGTTCGCATCCGCGCCCTTCGTGCCCTGGCCGGACT 

ACACCGAGGGGGAAAGCGAGGATCTAGGTAGGGCGCTCGCAGCGGCCCTGCGGGACGCGAAAAGGTGAGAAAAGCCGGGCACTGCCCGGCTTTATT 

TTTGCTGCTGCGCGTTCCAGGCCGCCCACACTCGTTTGACCTGGCTCGGGCTGCATCCGACCAGCTTGGCCGTCTTGGCAATGCTCGATCCGCCGGAG 

CG A AG CGTG ATG ATG CG G TCGTG C ATG CCGGCGTC ACG TTTGC G G CC G G TGT AGCGGCCG G CGGCCTTCGCC A ACTGG AC ACCCTG ACGTTG ACG CT 

CGCGCCGATCCTCGTAGTCGTCGCGGGCCATCTGCAAGGCGAGCTTCAAAAGCATGTCCTGGACGGATTCCAGAACGATTTTCGCCACTCCGTTCGCC 

TCGGCGGCCAGCTCCGACAGGTCCACCACGCCAGGCACGGCCAGCTTGGCCCCTTTGGCCCGGATCGACGCAACCAGGCGCTCGGCCTCGGCCAACG 

GCAAGCGGCTGATGCGGTCGATCTTCTCCGCAACGACGACTTCACCAGGTTGCAGGTCCGCGATCATGCGCAGCAGCTCGGGCCGGTCGGCGCGTGC 

GCCGGACGCCTTCTCGCGGTAGATGCCGGCGACGTAGTACCCGGCGGCCCGCGTGGCCGCTACAAGGCTCTCCTGGCGTTCAAGATTCTGCTCGTCCG 

TACTGGCGCGCAGGTAGATGCGGGCGACCTTCAACCTTCGTCCCTCCGGTTGTTGCTCTCGCGTCGCCATTTCCACGGCTCGACGGCGTGCGGATCGG 

ACCAGAGGCCGACGCGCTTGCCTCGCGCCTCCTGTTCGAGCCGCAGCATTTCAGGGTCGGCCGCGCGGCCGTGGAAGCGATAGGCCCACGCCATGCC 

CTGGTGAACCATCGCGGCGTTGACGTTGCGCGGCTGCGGCGGCCGGCTGGCCAGCTCCATGTTGACCCACACGGTGCCCAGCGTGCGGCCGTAACGG 

TCGGTGTCCTTCTCGTCGACCAGGACGTGCCGGCGGAACACCATGCCGGCCAGCGCCTGGCGCGCACGTTCGCCGAAGGCTTGCCGCTTTTCCGGCGC 

GTCAATGTCCACCAGGCGCACGCGCACCGGCTGCTTGTCTACCAGCACGTCGATGGTGTCGCCGTCGATGATGCGCACGACCTCGCCGCGCAGCTCG 

GCCCATGCCGGCGAGGCAACGACCAGGACGGCCAGCGCGGCAGCGGCGCGCAGCATGGCGTAGCTTCGGCGCTTCATGCGTGGCCCCATTGCTGATG 

ATCGGGGTACGCCAGGTGCAGCACTGCATCGAAATTGGCCTTGCAGTAGCCGTCCAGCGCCACCCGCGAGCCGAACGCCGGCGAAAGGTACTCGACC 

AGGCCGGGCCGGTCGCGGACCTCGCGCCCCAGGACGTGGATGCGCCGGCCGCGTGTGCCGTCGGGTCCAGGCACGAAGGCCAGCGCCTCGATGTTGA 

AGTCGATGGATAGAAGTTGTCGGTAGTGCTTGGCCGCCCTCATCGCGTCCCCCTTGGTCAAATTGGGTATACCCATTTGGGCCTAGTCTAGCCGGCAT 

GGCGCATTACAGCAATACGCAATTTAAATGCGCCTAGCGCATTTTCCCGACCTTAATGCGCCTCGCGCTGTAGCCTCACGCCCACATATGTGCTAATG 

TGGTTACGTGTATTTTATGGAGGTTATCCAATGAGCCGCCTGACAATCGACATGACGGACCAGCAGCACCAGAGCCTGAAAGCCCTGGCCGCCTTGC 

AG GGC A AG ACC A TT A AGC A AT ACGCCCTCG A AC G TCTGTTCCCCGGTG A CGCTG ATGCCG ATC AG G C ATGGC AGG A ACTG A A A ACC ATGCTGG G G A A 

CCGCATCAACGATGGGCTTGCCGGCAAGGTGTCCACCAAGAGCGTCGGCGAAATTCTTGATGAAGAACTCAGCGGGGATCGCGCTTGACGGCCTACA 

TCCTCACGGCTGAGGCCGAAGCCGATCTACGCGGCATCATCCGCTACACGCGCCGGGAGTGGGGCGCGGCGCAGGTGCGCCGCTATATCGCTAAGCT 

GGAACAGGGCATAGCCAGGCTTGCCGCCGGCGAAGGCCCGTTTAAGGACATGAGCGAACTCTTTCCCGCGCTGCGGATGGCCCGCTGCGAACACCAC 

TACGTTTTTTGCCTGCCGCGTGCGGGCGAACCCGCGTTGGTCGTGGCGATCCTGCATGAGCGCATGGACCTCATGACGCGACTTGCCGACAGGCTCAA 

GGGCTGATTTCAGCCGCTAAAAATCGCGCCACTCACAACGTCCTGATGGCGTACTTACCCAAAGAACAGCTAGGAGAATCATTTATGCTCAGCACAC 

TTCCACAAGCTCATGCAACTTTCTTGAACCGCATCCGCGATGCGGTCGCTTCCGATGTTCGCTTCCGCGCTCTTCTGATCGGCGGCTCTTACGTTCACG 

GAGGACTCGATGAGCACTCCGATTTGGATTTCGACATCGTTGTTGAGGACAACTGCTACGCAGATGTCTTGTCTACACGCAAGGATTTTGCCGAGGCA 

CTGCCCGGCTTCCTCAACGCGATAAGCTGGCTGGATCCTCTACGCCGGACGCATCGTGGCCGGCATCACCGGCGCCACAGGTGCGGTTGCTGGCGCCT 

ATATCGCCGACATCACCGATGGGGAAGATCGGGCTCGCCACTTCGGGCTCATGAGCGCTTGTTTCGGCGTGGGTATGGTGGCAGGCCCCGTGGCCGG 

GGGACTGTTGGGCGCCATCTCCTTGCATGCACCATTCCTTGCGGCGGCGGTGCTCAACGGCCTCAACCTACTACTGGGCTGCTTCCTAATGCAGGAGT 

CGCATAAGGGAGAGCGTCGACCGATGCCCTTGAGAGCCTTCAACCCAGTCAGCTCCTTCCGGTGGGCGCGGGGCATGACTATCGTCGCCGCACTTAT 

GACTGTCTTCTTTATCATGCAACTCGTAGGACAGGTGCCGGCAGCGCTCTGGGTCATTTTCGGCGAGGACCGCTTTCGCTGGAGCGCGACGATGATCG 

GCCTGTCGCTTGCGGTATTCGGAATCTTGCACGCCCTCGCTCAAGCCTTCGTCACTGGTCCCGCCACCAAACGTTTCGGCGAGAAGCAGGCCATTATC 

GCCGGCATGGCGGCCGACGCGCTGGGCTACGTCTTGCTGGCGTTCGCGACGCGAGGCTGGATGGCCTTCCCCATTATGATTCTTCTCGCTTCCGGCGG 

C ATCGGG ATGCCCG CGTTGC AG GCCATGCTGTCC AG GCAGGT AG ATG ACG ACC ATC AG GG AC AGCTTC A AG GATCGCTCGCGGCTCTT ACC AGCCT A 

ACTTCGATCATTGGACCGCTGATCGTCACGGCGATTTATGCCGCCTCGGCGAGCACATGGAACGGGTTGGCATGGATTGTAGGCGCCGCCCTATACCT 

TGTCTGCCTCCCCGCGTTGCGTCGCGGTGCATGGAGCCGGGCCACCTCGACCTGAATGGAAGCCGGCGGCACCTCGCTAACGGATTCACCACTCCAA 

GAATTGGAGCCAATCAATTCTTGCGGAGAACTGTGAATGCGCAAACCAACCCTTGGCAGAACATATCCATCGCGTCCGCCATCTCCAGCAGCCGCAC 

G CGG CGC ATCTCGGG C AGCGTTG GGTCCTGG CC ACGGGTG CGC ATG ATCGTGCTCCTGTCGTTG AGG ACCCG GCT AGGCTGGCGG G G TTGCCTT ACTG 

GTTAGCAGAATGAATCACCGATACGCGAGCGAACGTGAAGCGACTGCTGCTGCAAAACGTCTGCGACCTGAGCAACAACATGAATGGTCTTCGGTTT 

CCGTGTTTCGTAAAGTCTGGAAACGCGGAAGTCAGCGCCCTGCACCATTATGTTCCGGATCTGCATCGCAGGATGCTGCTGGCTACCCTGTGGAACAC 

CTACATCTGTATTAACGAAGCGCTGGCATTGACCCTGAGTGATTTTTCTCTGGTCCCGCCGCATCCATACCGCCAGTTGTTTACCCTCACAACGTTCCA 

GT A ACCG G GC ATG TTC ATC ATC AG T A ACCCGT ATC GTG AGC ATCCTCTCTCG TTTC ATCG GT ATC ATT ACCCCC ATG AAC AG A A ATCCCCCTT AC ACG G 

AGGC A TC AG TG ACC A A AC AGG A A AAA A CCGCCCTT A AC ATG GCCCGCTTTATC AG A AGCC AG AC ATT A ACG CTTCTG G AG A A AC TC AACG AG CTGG A 

CGCGGATGAACAGGCAGACATCTGTGAATCGCTTCACGACCACGCTGATGAGCTTTACCGCAGCTGCCTCGCGCGTTTCGGTGATGACGGTGAAAAC 

CTCTGACACATGCAGCTCCCGGAGACGGTCACAGCTTGTCTGTAAGCGGATGCCGGGAGCAGACAAGCCCGTCAGGGCGCGTCAGCGGGTGTTGGCG 

GGTGTCGGGGCGCAGCCATGACCCAGTCACGTAGCGATAGCGGAGTGTATACTGGCTTAACTATGCGGCATCAGAGCAGATTGTACTGAGAGTGCAC 
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Fig. 31 



Met Ala Ala Glu lie Cys Pro Ser Phe Gin Arg Val He Glu Thr Leu Leu Met Asp Thr Pro Ser Ser Tyr Glu 
Ala Ala Met Glu Leu Phe Ser Pro Asp Gin Asp Met Arg Glu Ala Gly Ala Gin Leu Lys Lys Leu Val Asp 
Thr Leu Pro Gin Lys Pro Arg Glu Ser He He Lys Leu Met Glu Lys He Ala Gin Ser Ser Leu Cys Asn 
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